
Landes Bioscience www.landesbioscience.com

Supplemental Material to: 

Jean Colcombet, Mauricio Lopez-Obando,  
Laure Heurtevin, Clément Bernard, Karine Martin,  

Richard Berthomé, Claire Lurin 

Systematic study of subcellular localization of Arabidopsis 
PPR proteins confirms a massive targeting to organelles

2013; 10(9)
http://dx.doi.org/10.4161/rna.26128

www.landesbioscience.com/journals/rnabiology/article/26128/



ATG	
  forward	
  primer
At1g01970 GGAGATAGAACCATGGGAATTTATAGCTGCAGCG
At1g02420 GGAGATAGAACCATGATGATGATCCTCAAGCCTTTA
At1g04840 GGAGATAGAACCATGAAATCGCTTTCTGTTATTTTTAAACC
At1g05670 GGAGATAGAACCATGAAGAGAGGTACTCTTTCTAGC
At1g06150 GGAGATAGAACCATGAATGCTTTCGCCAATGTGC
At1g06580 GGAGATAGAACCATGCGAAGATCGATTGTGATTGTG
At1g08610 GGAGATAGAACCATGGCTTCGTCGAATTTGCTAC
At1g09190 GGAGATAGAACCATGGAAATCGAGCGTAAGCTGC
At1g09410 GGAGATAGAACCATGAAGTCACAGATACTCCTACG
At1g09900 GGAGATAGAACCATGGATTTGATGGTGTCCACAAG
At1g10270 GGAGATAGAACCATGTCTCTCAGTCACCTCCTC
At1g10330 GGAGATAGAACCATGCGTTGTACTTCCTTCTCAAG
At1g11290 GGAGATAGAACCATGAGCTCACAATTGGTGCAGT
At1g14470 GGAGATAGAACCATGTCTCGAGAGCTCACTGTAT
At1g15480 GGAGATAGAACCATGGTTTCTTTTTTACCTAATCTGTTTC
At1g18485 GGAGATAGAACCATGGCTTCTGTTTTGCTTCCATTG
At1g19290 GGAGATAGAACCATGCTCCGACGGTCTCCG
At1g19720 GGAGATAGAACCATGGAAAAGCTCTTCGTACCATC
At1g20230 GGAGATAGAACCATGACAAAACAAGTTCTTCCACTG
At1g22830 GGAGATAGAACCATGCCGTCTTCTCCTTCTCG
At1g25360 GGAGATAGAACCATGCAACCGAATCCAGACCTTG
At1g31430 GGAGATAGAACCATGAACATGAGTTTGTTACAAACTCC
At1g31790 GGAGATAGAACCATGAAAACTTTGGAATTAGCTTTACCT
At1g31840 GGAGATAGAACCATGTTACTTTTTTCTTCATCGTCTTTG
At1g31920 GGAGATAGAACCATGATCAAGGCACCAATTCTACAG
At1g33350 GGAGATAGAACCATGGGGACACGTGTAACACAAT
At1g50270 GGAGATAGAACCATGATTGAGCTCAAAACATTGCTTG
At1g53330 GGAGATAGAACCATGTCCGCCGTGAAATCTGTC
At1g56570 GGAGATAGAACCATGAGCATAACCAAACTTGCACG
At1g59720 GGAGATAGAACCATGGTTGTTCGTTCAATTATCGTTTC
At1g60770 GGAGATAGAACCATGGCGATGCGACATTTGAGC
At1g62260 GGAGATAGAACCATGATCCGATCACGAAGTGTCT
At1g62590 GGAGATAGAACCATGAGGATCTCGATTTCGAGTG
At1g63330 GGAGATAGAACCATGGTCAAGTCACGTCCTTTAC
At1g63400 GGAGATAGAACCATGAGGATCTCAATTTCGAGTGTA
At1g64100 GGAGATAGAACCATGACTCTACAGTCTCAGAGCT
At1g68930 GGAGATAGAACCATGGCGTCGAACTACTACTCTG
At1g69290 GGAGATAGAACCATGAAACTTGCGAAAGCTGCAG
At1g71490 GGAGATAGAACCATGCTGAGTGAGAGTCTTTTCAAA
At1g73710 GGAGATAGAACCATGCTTCAGCCAAGTCCTCC
At1g74400 GGAGATAGAACCATGAGGTTTATCTTGCGTCATCTG
At1g74580 GGAGATAGAACCATGGGTCCTCCTCTGCTTCC
At1g74630 GGAGATAGAACCATGACTATAGCAATTCACCATTGTC
At1g76280 GGAGATAGAACCATGTACAGAGCTCTATGGCTTTC
At2g01360 GGAGATAGAACCATGACTACTAATAGTTGGCACAGT
At2g01740 GGAGATAGAACCATGGTCAGAGAAGCTCTTCAATTT
At2g02750 GGAGATAGAACCATGATAAACCTAACGAGACAGAGA
At2g04860 GGAGATAGAACCATGCGCATTACCAAACCCATAAC
At2g06000 GGAGATAGAACCATGATTCGAACAACATTCGCGAC
At2g13600 GGAGATAGAACCATGGCAACAAAATCATTTCTCAAACTC
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At2g15820 GGAGATAGAACCATGACAAAATCCAACGGCCACA
At2g15980 GGAGATAGAACCATGTCAACTTCAATACTAAGACGG
At2g16880 GGAGATAGAACCATGGCGACTTTAAAGCCACCC
At2g20540 GGAGATAGAACCATGGCGTTTCATGGAATCAGAG
At2g21090 GGAGATAGAACCATGCCCATCAGTAACCCTAGG
At2g22070 GGAGATAGAACCATGGATGCTCCGGTTCCACT
At2g26790 GGAGATAGAACCATGCGGTTTTCTCCAACCTTCT
At2g27610 GGAGATAGAACCATGCGATTCACAACGACAATATGG
At2g28050 GGAGATAGAACCATGACTCCGCAATGCTTCTTGA
At2g32630 GGAGATAGAACCATGAACATGTCTTCTTCTTCTCGC
At2g33680 GGAGATAGAACCATGCATCCAAGTACCTTTCAAACA
At2g33760 GGAGATAGAACCATGACAACAAAAGTGGCGGCAA
At2g34400 GGAGATAGAACCATGAGTTTGCAAATGCTCATCAAAC
At2g35130 GGAGATAGAACCATGTTGGTAGCTGGAAACGCTT
At2g36240 GGAGATAGAACCATGCGATGGAACAAGAAGAACG
At2g36730 GGAGATAGAACCATGATTTGGAGTTCAGATTCATGC
At2g37230 GGAGATAGAACCATGGCTTTCATTTCCAGATCTAAAC
At2g37310 GGAGATAGAACCATGAAGTTGGGATTCGAAATTCAAC
At2g39620 GGAGATAGAACCATGCTCCGGGAATGTAAGAACT
At2g40720 GGAGATAGAACCATGCGTTTCAAGCTTCACGACG
At2g41080 GGAGATAGAACCATGCGTTGCTCAGTTTCCTCTG
At2g41720 GGAGATAGAACCATGGCTACCGTTACCAATTTCAAG
At2g44880 GGAGATAGAACCATGCTCCGCCACGCCATTG
At2g45350 GGAGATAGAACCATGCTTGTCTTCAAGTCAACCATG
At3g01580 GGAGATAGAACCATGGGTTTTTGCCGGAAGTTCT
At3g02010 GGAGATAGAACCATGAAACTTTATTGCAACTCTAATGAAG
At3g05240 GGAGATAGAACCATGATGAAGAAGCACTACAAACCA
At3g06920 GGAGATAGAACCATGGTGGGATTCGCTAGAACAA
At3g08820 GGAGATAGAACCATGAGCATCGTCACCGTTCC
At3g09060 GGAGATAGAACCATGGTCGTGTTCCCAAAGTCG
At3g09650 GGAGATAGAACCATGAACATTCTCCGACCTCCG
At3g12770 GGAGATAGAACCATGTCGGAAGCATCTTGTCTTG
At3g14330 GGAGATAGAACCATGATGATCGGGAAGTTGTGGA
At3g15130 GGAGATAGAACCATGATCCCGAATCAGAGACAAAAC
At3g15930 GGAGATAGAACCATGATTCTGCGAAACCCACTAAAA
At3g16610 GGAGATAGAACCATGTTTCTAAGTCTTCTTGAAACCTG
At3g18840 GGAGATAGAACCATGAAGTGCTTAAAGGATGGGTTT
At3g20730 GGAGATAGAACCATGATGCTGGTTGTTTCGGAAAAC
At3g21470 GGAGATAGAACCATGAATTTGGAGGAACATTTATCGTTA
At3g23020 GGAGATAGAACCATGTTGTTGAATCTTCGTCTAGATG
At3g23330 GGAGATAGAACCATGAGTTCATCAAAAGCCCTAATC
At3g25970 GGAGATAGAACCATGAAAGCGTTGTTAGCCTCTC
At3g26540 GGAGATAGAACCATGGCAGTGACCGGAGTTTC
At3g28640 GGAGATAGAACCATGAGCGTCGTCTCAAGCTTC
At3g28660 GGAGATAGAACCATGAGCGTCGTCTCAAGCTTC
At3g29290 GGAGATAGAACCATGAAGCCTAAACGAAGGCGTC
At3g42630 GGAGATAGAACCATGTTGTCGCTCAATCTATCTTTG
At3g46610 GGAGATAGAACCATGCAAGCTTTAAGCATTTTGCCA
At3g46790 GGAGATAGAACCATGTTTCTGTCTCACCCTCCTC
At3g47530 GGAGATAGAACCATGTTGAAGTCCATAAGCAGCAG
At3g47840 GGAGATAGAACCATGATTTCGAGTGTGAGAAATTGC
At3g48810 GGAGATAGAACCATGTACTTGAAAGAAGGATGTTCG



At3g49240 GGAGATAGAACCATGTCGATTTCTAAAGCCGCCT
At3g49710 GGAGATAGAACCATGAATCAGACGCCATGGAAGT
At3g49740 GGAGATAGAACCATGAGAAAAGCTCTATGTTTAACAGAG
At3g50420 GGAGATAGAACCATGACGAGAGGTTCGATGAAAC
At3g53170 GGAGATAGAACCATGTGTTCGACAAAGGTCCCC
At3g56550 GGAGATAGAACCATGTGCGAAAAAGCGAGAGTGA
At3g57430 GGAGATAGAACCATGTCATGTCCTCTTGCCTTCA
At3g58590 GGAGATAGAACCATGAGCCTCAGCTGTGGAGA
At3g62890 GGAGATAGAACCATGAGCAAGGGGGCGGCA
At4g01570 GGAGATAGAACCATGCGCCATGGAAGAGGAAG
At4g02750 GGAGATAGAACCATGGAAATAAACAAGTTTCGTGCTC
At4g04370 GGAGATAGAACCATGATCAGAACTTCGTCTGTGTTG
At4g08210 GGAGATAGAACCATGGTTATGGACTTGAAGCTTATAG
At4g11690 GGAGATAGAACCATGGCGGCAAAATCCCAGAAAA
At4g13650 GGAGATAGAACCATGAATAAATATATTTGGTTGGTTCGTC
At4g14820 GGAGATAGAACCATGACACTTCCGCCGCCAAT
At4g14850 GGAGATAGAACCATGAGCCTCCTCTCCGCG
At4g15720 GGAGATAGAACCATGAAGAAAGGGTTCATCCAAAATG
At4g16470 GGAGATAGAACCATGAAAACGTTAATCTCTTCTTCTCTT
At4g18840 GGAGATAGAACCATGAGTGTTTGTTCATCAACTCCA
At4g20090 GGAGATAGAACCATGCCCAAATGCCCAATCCC
At4g20740 GGAGATAGAACCATGAAATCACCAAAACCTCCGAAT
At4g21065.1 GGAGATAGAACCATGTCTCCATTCTCAGAAACCTC
At4g21880 GGAGATAGAACCATGGCTTTAAAGGCGAAGAAAAGC
At4g22760 GGAGATAGAACCATGTTGGATTCTAAGCTGAGATTC
At4g28010 GGAGATAGAACCATGAGATTTTGGACATCGGCGG
At4g30700 GGAGATAGAACCATGCTGCTACGGACAGTATCG
At4g33170 GGAGATAGAACCATGCGATCAACCTCCAAGGC
At4g37170 GGAGATAGAACCATGAATCATTCAAATGCGAGAAAGTTA
At4g38010 GGAGATAGAACCATGTATTTGCCGGAGAAATCAGTT
At5g03800 GGAGATAGAACCATGTCCACCGTTAATCATCACTG
At5g04810 GGAGATAGAACCATGGATAATGGAGGGAGCGTG
At5g06540 GGAGATAGAACCATGAGTAACATTGTGCTCAACACA
At5g08310 GGAGATAGAACCATGTTGAAATCATCATCGTCTCTC
At5g08490 GGAGATAGAACCATGGGCCCTTTACGGCAATTTG
At5g08510 GGAGATAGAACCATGAATGGGATCAAGCAACTCC
At5g10690 GGAGATAGAACCATGAATCGGATTTCAGCTATTTCTAC
At5g14080 GGAGATAGAACCATGAGACCTGCGACGGAGC
At5g15300 GGAGATAGAACCATGATCAGGAGACAAACAAACGAC
At5g16860 GGAGATAGAACCATGATCCGCCGCCTTCTCAT
At5g18475 GGAGATAGAACCATGCGCTTCACAACTTCGATAATC
At5g18950 GGAGATAGAACCATGAGTAGAGGTCAGTCGTATTTG
At5g21222 GGAGATAGAACCATGAGTGAGCCAAAGGTCAGG
At5g25630 GGAGATAGAACCATGGAAGATGTTAATCAGGAGAAG
At5g27270 GGAGATAGAACCATGAAGAGTGACTTCCTCACTTC
At5g37570 GGAGATAGAACCATGATCCAGAGATTATCTCATCCT
At5g38730 GGAGATAGAACCATGGTGAATTTGTTGTCAGCAAATC
At5g39680 GGAGATAGAACCATGTCAGCCTTGTCTGTGATCG
At5g40405 GGAGATAGAACCATGAGTAGAATCGGGAAACATCC
At5g43790 GGAGATAGAACCATGACATCTCCAAGCACAAGCA
At5g46100 GGAGATAGAACCATGGGTAGCAAAGTGATGATGTTC
At5g46680 GGAGATAGAACCATGGTTCGTGGATTGATGAAATTC



At5g47460 GGAGATAGAACCATGCTAAGAACTGTGTCAAATGCT
At5g48910 GGAGATAGAACCATGAACCCAACACAGACACTTTTC
At5g50990 GGAGATAGAACCATGCTTTCTTATGTAGATCATGGG
At5g52630 GGAGATAGAACCATGGCTCTGAATTCTTCAGCTTTC
At5g55840 GGAGATAGAACCATGTGTTTGACTAAAGATTTGAACTTG
At5g56310 GGAGATAGAACCATGATTCAGAGAATCAATGCCTTG
At5g59600 GGAGATAGAACCATGAAGAAACTTACCATCGTTCCT
At5g59900 GGAGATAGAACCATGAAGCTCCCTTGCACGATTC
At5g65570 GGAGATAGAACCATGGGCCGATATGAGCTACAC
At5g65820 GGAGATAGAACCATGCTACCGTTTACGAGAGAGA
At5g66520 GGAGATAGAACCATGAATGTGATCTCATGCTCCTTC
At5g67570 GGAGATAGAACCATGGAGAAGATTAAACGGAGGC



TP	
  reverse	
  primer
TCCACCTCCGGATCCCGCTTGACAACGTTTTGACATC
TCCACCTCCGGATCCAGCACTAGCGTACCTGTAAAAC
TCCACCTCCGGATCCACCACGGATCAAAGCATTTAAAAC
TCCACCTCCGGATCCATCAAAGAAGTCAAGAACCAACCT
TCCACCTCCGGATCCGCCTTTAAACAACGCGTTGTAG
TCCACCTCCGGATCCAGAGATCACAGCTTCATACTTATTC
TCCACCTCCGGATCCTGTAATTGGTCCATCAGATGATAAAC
TCCACCTCCGGATCCAGCCCAAATTCCCCGGCTTT
TCCACCTCCGGATCCTTTCCTAGCTTCGTCAATCTCC
TCCACCTCCGGATCCCAACGCAAAAGACGAATTCACAG
TCCACCTCCGGATCCGCGCTCAGCAGCGGCTTC
TCCACCTCCGGATCCGAAAGATGAGCAAGCTGCTTTAAT
TCCACCTCCGGATCCATTGAGTTTACTATCAATGGGTTCG
TCCACCTCCGGATCCACAACGAGATCTTTGTTCATACAG
TCCACCTCCGGATCCAGCGTCCGAGGAAAGTGAAC
TCCACCTCCGGATCCAATGTCTTTTCTCTTCCCAGAAGC
TCCACCTCCGGATCCGAACTTTTGTTGCTTTGAAGCCAA
TCCACCTCCGGATCCACCCAAATGGATAGAACCAGAATC
TCCACCTCCGGATCCCGATTGCGTAAAAAGCTTAGCC
TCCACCTCCGGATCCAACAAACTCATTAAAACCCACACATG
TCCACCTCCGGATCCTCGAGCGAGGGTGATATCAC
TCCACCTCCGGATCCTGTGATCTCTATCTTACCCAATGA
TCCACCTCCGGATCCTCTGGCTGATTCTTTGGCAAGA
TCCACCTCCGGATCCAGGATCCTTTCCAGAGATCTCT
TCCACCTCCGGATCCGAAATCAAAGGTACAAGGATCATC
TCCACCTCCGGATCCAGAAGAGTAAGCAGTTAAAACGGC
TCCACCTCCGGATCCGACGCCGTTTCGCCGCAT
TCCACCTCCGGATCCACTGGGTAATTTTCCACGGCC
TCCACCTCCGGATCCGTGAAAACACTCCCAAGCACG
TCCACCTCCGGATCCATTGACGTCGGAGAAGGAGG
TCCACCTCCGGATCCAACAAGATCAAGATGGATTGCTTG
TCCACCTCCGGATCCTCTCTTAGGCATTACGTCGAAC
TCCACCTCCGGATCCCTTTTTCATCTTAGCAATGGCACT
TCCACCTCCGGATCCTACAGCATCTGAAATCCTCTTACC
TCCACCTCCGGATCCCTTTTTCATCTTAGCAATGGCACT
TCCACCTCCGGATCCAGATCTAACCATGTAATCGAAGAAATC
TCCACCTCCGGATCCATCAGGAAGCTTCTCAAAGGTAC
TCCACCTCCGGATCCACCTAAAACAGCCATAGATTCAATC
TCCACCTCCGGATCCAATCGATTGAGCTTCATTGTGGAG
TCCACCTCCGGATCCTTCAATATCAGTGGAAGAGTCAAG
TCCACCTCCGGATCCAATAACGGCATTGAAACCTAGTTTTC
TCCACCTCCGGATCCTTCAAACACATTAACAGCTTCTTGAAC
TCCACCTCCGGATCCACCTTTCCTCATCATTTCAACAAAC
TCCACCTCCGGATCCATGAAAATCATCAGCACTAAGTGAATA
TCCACCTCCGGATCCAGATAGACCCTTTTGATCATCCG
TCCACCTCCGGATCCCCCATCAATGAGAGAGTTATAAGA
TCCACCTCCGGATCCAACACTCGCAATACCCCTCTC
TCCACCTCCGGATCCGCAACCCTTCTTCAAGTAGAGA
TCCACCTCCGGATCCACGAATGTTCAATTTGAATCTACTAAAC
TCCACCTCCGGATCCTCCTAACTTTGTCAAACCCGTC
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TCCACCTCCGGATCCTGGAGTTCGTGTAGACGAGTG
TCCACCTCCGGATCCGAGAGAGTAACGGCGAGTGA
TCCACCTCCGGATCCAAGAGACTTGGCGTCGGCG
TCCACCTCCGGATCCGAGCAGTTGCTTGTAGATTCTG
TCCACCTCCGGATCCATCAATAGGTTTACCGCATTTCATG
TCCACCTCCGGATCCACAAGTCGAATCCATATCTCCTC
TCCACCTCCGGATCCAGTAAGAATTCTGACAAGAGTTGC
TCCACCTCCGGATCCTAAAACAGAGGAAAAGATAGAACAGTC
TCCACCTCCGGATCCGAATCTCCTCTCCGACAAGAC
TCCACCTCCGGATCCTACCGCCGTGAGATCAGGTT
TCCACCTCCGGATCCGTAGGAGCTGGAGATACCGC
TCCACCTCCGGATCCAGATAACATACGACGGTAATAAGC
TCCACCTCCGGATCCATTGAAAGAGTAATGGTTTGGTTCTTC
TCCACCTCCGGATCCAGTTTCTTTCTGAATAAAGCTCAGAAT
TCCACCTCCGGATCCAAAGACGGCGAAGTCATAATGAG
TCCACCTCCGGATCCAACCCAAATCGATTCCACAGGA
TCCACCTCCGGATCCCCAAGCACGATTATCCATCATTC
TCCACCTCCGGATCCCGAAGTATAAGCGATGAGAAGTG
TCCACCTCCGGATCCACAAGCCTTCAAAGCAAAAGTGAA
TCCACCTCCGGATCCCGAGGTTGCAATGAAAGGATCA
TCCACCTCCGGATCCTGCAACAGCGGAAGGAAAATCT
TCCACCTCCGGATCCGGAATTAAGAACGCCATCAACTTC
TCCACCTCCGGATCCCAACTGCAGACCTTGGTAAACA
TCCACCTCCGGATCCCTTTCCATGAGAGTGAGACTTG
TCCACCTCCGGATCCAGATCCAACATAAAGGTCAGACC
TCCACCTCCGGATCCGTCTCGGGCGCTGGAAAC
TCCACCTCCGGATCCTCGAAGCATTTCTTGGTAAAAGATC
TCCACCTCCGGATCCTGATTCAGGACAATGAGGCAGC
TCCACCTCCGGATCCGAGGAAGAGATCGAGGGTTTC
TCCACCTCCGGATCCAACATCTAGAGCTTGATCAGGC
TCCACCTCCGGATCCAGCTTCATCGGTTTTTCTATTGCG
TCCACCTCCGGATCCGAAGTGATTGTTCCTTGAATAACC
TCCACCTCCGGATCCTGTGAAGACAAATTGTCTCCATGG
TCCACCTCCGGATCCACGCCCCATTTCACTGAAAAGA
TCCACCTCCGGATCCAACCACGTCTGGTTCAGGTATT
TCCACCTCCGGATCCTCTAACACCAGAATTCAGCATCTT
TCCACCTCCGGATCCATCAGTTTTGGCAAACCCTGAAAG
TCCACCTCCGGATCCCAACAACGCGTCCGGGTG
TCCACCTCCGGATCCTGCAGAAACTACACATCCACATTT
TCCACCTCCGGATCCTTTACTTCTCTTATCAACAAACCCATC
TCCACCTCCGGATCCCCCAGAAGCTCGCATTTCCA
TCCACCTCCGGATCCATCAACATCAGATCCAGATCTCTT
TCCACCTCCGGATCCGTTCAAGAGGAAAATCGGAGGC
TCCACCTCCGGATCCATATCGTAAACCCAGGTGAGGC
TCCACCTCCGGATCCATATCGTAAACCCAGGTGAGGC
TCCACCTCCGGATCCAGCATTAGGTTGTAAACCCAAGAA
TCCACCTCCGGATCCTCGAAGAACAAACCCATTTTCAGC
TCCACCTCCGGATCCCGTGGAAACTTCTTCTTCCCC
TCCACCTCCGGATCCATGAACACGTAGAGCATCAGAAAG
TCCACCTCCGGATCCAAACAAGCGAAACCCTTCGCAT
TCCACCTCCGGATCCAACAACACGCATTGCGGAGAAC
TCCACCTCCGGATCCCTGCAAAAGATACTGAACACTATC



TCCACCTCCGGATCCATTATGAAGATCGAGACGTTTCCC
TCCACCTCCGGATCCAATTTCGTCGAACAACTGGCGT
TCCACCTCCGGATCCCGAAAGAAGCGTATTGGAAACG
TCCACCTCCGGATCCAAGTTCTACAACGGAAGAAGCTAT
TCCACCTCCGGATCCCAGCTTTGTATAAGTTTTGCATCTTG
TCCACCTCCGGATCCGGAGAGAAGCATTCGGTTATAG
TCCACCTCCGGATCCGAACGCATAATTATCGGGTTTTATAC
TCCACCTCCGGATCCCCAAGCTTTATCAACATCCCCG
TCCACCTCCGGATCCTCGGACAAATGGGTCTTTGTCA
TCCACCTCCGGATCCGCGAAATATCTGAGAGTAAGCTG
TCCACCTCCGGATCCACCGTTATAAGAAACGGAACTCC
TCCACCTCCGGATCCAGCATGAGCCAAGAGTCCAAAT
TCCACCTCCGGATCCGGAGTCTAACATTCTTCTGTATAAC
TCCACCTCCGGATCCGATTACCTCGTAGAGACGAAAC
TCCACCTCCGGATCCAGACCCATTTGTCTTCAAACATCC
TCCACCTCCGGATCCCTGATAGAACAGAATCGTCGCT
TCCACCTCCGGATCCTCGCATCTCGAAGAATTCAACC
TCCACCTCCGGATCCCGAAGTCCATGAAACCACATTTG
TCCACCTCCGGATCCCCATAACAACCCAACAGCTTCT
TCCACCTCCGGATCCCATTTCACGAAACACGGTTAAGG
TCCACCTCCGGATCCCAAAAGCTTCTCTACCGAATCAAA
TCCACCTCCGGATCCGTCGAGGACGAATCTCGCG
TCCACCTCCGGATCCATTACCAATCTCGGCGTAGCC
TCCACCTCCGGATCCAAAAACTTTCTCGCCATTTCTTTCTC
TCCACCTCCGGATCCAATCCCAGAGTTATGCATATCAATATA
TCCACCTCCGGATCCCTCAAGCATCTTGCGGTAAAATG
TCCACCTCCGGATCCGTGAGGTGATTCGTTGACGG
TCCACCTCCGGATCCCATTTTATCGAACACTCGGCGA
TCCACCTCCGGATCCAGCACGTGTTTGGCTACAAACT
TCCACCTCCGGATCCATTACTCACAAATGTTTTGTAAGCAAAAA
TCCACCTCCGGATCCTTTTGTTACCTCGACGTCGTGG
TCCACCTCCGGATCCAACCTCTGATTGAACAAGAGGAG
TCCACCTCCGGATCCCTTACTAGGCTCTGCACCAG
TCCACCTCCGGATCCCAACATCTGGATATAGACGCTG
TCCACCTCCGGATCCAGAAACAGAAAGTCCAGTCAGAAC
TCCACCTCCGGATCCAGGTCGAGCGGAAGAAAACG
TCCACCTCCGGATCCGAACATCCGAAGAGCCAAATCA
TCCACCTCCGGATCCGGCGGAGAACTGACGAGAAA
TCCACCTCCGGATCCATACAAAGAAACCGTTTTTTCAGGTTT
TCCACCTCCGGATCCGCGAATGAGTGAATTCCAATGG
TCCACCTCCGGATCCAACGAGATTATCTAAAAGAACAGAGTA
TCCACCTCCGGATCCGAAAAACCACAGAGAAAACAGAAC
TCCACCTCCGGATCCGTCAAAAAGCTTTCCACCACTG
TCCACCTCCGGATCCGCTTATGGAACCATACTGTTTCTG
TCCACCTCCGGATCCTCGCTTTATCCATTTGGGAGTC
TCCACCTCCGGATCCCATCCGCATTAGAATCGAAACAG
TCCACCTCCGGATCCGTGTGCAGTTTTGAAATGCTTGTG
TCCACCTCCGGATCCAACATTTCTCTCAGGCATTAAATCG
TCCACCTCCGGATCCCGAAGAGAGTATCCTCCTATAAAA
TCCACCTCCGGATCCAATCTGATCGTAGAGAGAAAACGC
TCCACCTCCGGATCCATGAACCCGACCATACCCTC
TCCACCTCCGGATCCATTCAACATCAAGTTTTTAGCAGCTC



TCCACCTCCGGATCCGTAAAACCTCATCAGCGAATTAGA
TCCACCTCCGGATCCGAAACCTCTGATTATAGTATTCCAAG
TCCACCTCCGGATCCATTACGAAGTACCTTCTTGGCC
TCCACCTCCGGATCCTGACATCCATGGAAGCTCGTTC
TCCACCTCCGGATCCCAAAGATAACTCTTTTAAGATGTGTCT
TCCACCTCCGGATCCCGCAATCGAATGCGCATTGG
TCCACCTCCGGATCCCTCCTGGTAATACCCATTTCGA
TCCACCTCCGGATCCGAATCCTCGATGCAAACCGAG
TCCACCTCCGGATCCAATTTCGGCCGGAAAACCAGAT
TCCACCTCCGGATCCCAACTTCGGAACCCTAGAATGA
TCCACCTCCGGATCCAAGAGACCTCTCGGGTTCGT
TCCACCTCCGGATCCCTCCTTCAGCTTCACTCTCTC



FL	
  reverse	
  primer
TCCACCTCCGGATCMGTCTTGTTCTTCTGTCAGATTCAG

TCCACCTCCGGATCMAACCCAAATCAAATGATCAGTTTTGAA
TCCACCTCCGGATCMGGTCATGGTGGAAACTGCGA
TCCACCTCCGGATCMCTTAATTGGCATAAGCCCATCC

TCCACCTCCGGATCMCCAGTAATCTTTACAGGAACACTC

TCCACCTCCGGATCMGTTCCTCAACTCCACTACCTTT

TCCACCTCCGGATCMGCGCAACAAATCCATACAAGCA

TCCACCTCCGGATCMCCAATAATCTTTACAGGAACAATCTC
TCCACCTCCGGATCMCCAGAAATCTCCACAGGAACAA

TCCACCTCCGGATCMGGTTCTAGCAATTTTATCTGGTTC

TCCACCTCCGGATCMAGAAAGCATATCGAGGAAGCTTTT

TCCACCTCCGGATCMGGAAGGTAAAGGACGTGACTTG

TCCACCTCCGGATCMACCATCAAGTGAGGAAGCTTTC

TCCACCTCCGGATCMACCAGACAAACTAAGACCTGGA



TCCACCTCCGGATCMACTAGTGTAAGATCTAGAATGCTC

TCCACCTCCGGATCMGGAACGGAGGAATCCAAGAAG

TCCACCTCCGGATCMGTAAGCTTCATCAAGCTCTTGTTT

TCCACCTCCGGATCMAGTTGCCTTGTCCTCATCTACC
TCCACCTCCGGATCMATGATTGCATATGAACTTGTCGGA

TCCACCTCCGGATCMCAAAGTCGTGAAAGTAAAATTGTCAG

TCCACCTCCGGATCMATTGATGAGACTATTGTAGAGGAAAAT

TCCACCTCCGGATCMAGCATGAAGTGAATCTGCATCAAC

TCCACCTCCGGATCMGAGAATCTGCGACGCATCAAC

TCCACCTCCGGATCMGATCATGGTGTTGCAGTGAGAG



TCCACCTCCGGATCMTAATTTCGGGATATTAGGGTTTTGAAT
TCCACCTCCGGATCMGTAAGCTTTGACAATTACATTGTAAGA

TCCACCTCCGGATCMCATCTGAAAAGATCCAAGCTTTATAAT
TCCACCTCCGGATCMGAGGATATCTAAATTCTCACCAGA

TCCACCTCCGGATCMCCAATAGTCTCCACAGGAGC
TCCACCTCCGGATCMCTGAAAAGAGACGACATTGAGAG
TCCACCTCCGGATCMAGTTCGTTGCCCAAGAGGAAG

TCCACCTCCGGATCMCCAATAATCCTTACAAGAACATATCC
TCCACCTCCGGATCMCCAATAATCACGACAAGTGCAAG

TCCACCTCCGGATCMATAAGCCCTGATGACGGAATTG

TCCACCTCCGGATCMGAAAACGTCAGGTCTTTGGACG

TCCACCTCCGGATCMCTTGTAAGGTGATAATAAATCCGAAAC

TCCACCTCCGGATCMAAGCAGCTTTTGTTCTGATTCAAATAG

TCCACCTCCGGATCMAGAAACTAAAGAATCAAGCAGTTCAAA
TCCACCTCCGGATCMGACAATCTCTAGATTTAAAGAAGTTGC

TCCACCTCCGGATCMGCTCAAGAACACTGTACAAGAATG

TCCACCTCCGGATCMCCAGTAATCACAGCAAGAACAC

TCCACCTCCGGATCMAGGGTACATTAGTGTATTACACTC



TCCACCTCCGGATCMATGTTTTGTGACGTAACCGTGAAG
TCCACCTCCGGATCMCCAATAATCCATACACGAGCATG

TCCACCTCCGGATCMAACAGTTTCTACCCAGCTGCTG

TCCACCTCCGGATCMAACTAGACAAAGATTTGTTACCTTCC
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